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reserve infertility were randomized into a treatment group ( 33 cases) and a control group ( 35 cases) . The treatment
group was given oral Kuntai Jiaonang 2.0 g each time 3 times each day. The control group was given oral dehydroe—
piandrosterone 25 mg each time 3 times each day. The course in both groups was 3 menstrual cycles. During treat—
ment patients” medication side effect and pregnancy were examined. At the end of treatment follow-up was carried
out for 4 cycles of in vitro fertilization and embryo transfer. Patients” serum levels of basal follicle stimulate hormone
( FSH) basal estradiol ( E,) luteinizing hormone ( LH) and follicular stage anti-Mullerian hormone ( AMH) as
well as basal antral follicle number ( AFC) clinical pregnancy rate of in vitro fertilization and embryo transfer during
follow-up and periodic clinical pregnancy rate were compared between two groups before and after treatment.

Results Compared between patients in two groups before and after treatment there were no significant differences in
levels of FSH E, LH and AFC (P >0.05) . In the treatment group 5 patients did not go through in vitro fertiliza—
tion and embryo transfer. The clinical pregnancy was 5 cases in the treatment group and 9 cases in the control group.

In the first cycle the clinical pregnancy was 3 of 17 cases in the treatment group and 1 of 21 cases in the control
group. In the second cycle the clinical pregnancy was 1 of 9 cases in the treatment group and 2 of 20 cases in the
control group. In the third cycle one of two patients in the treatment group and 4 of 6 patients in the control group
were pregnant. In the forth cycle there was no transfer patient in the treatment group and the pregnancy in the con-
trol group was 2 of 2 cases. During the research some patients in the control group had facial acne. No side effect
was found in the treatment group.  Conclusion The improvement of ovarian reserve function and clinical pregnancy
rate in patients with hypofunction of ovarian reserve infertility by Kuntai Jiaonang was equivalent to that by dehydroe—
piandrosterone. Moreover Kuntai Jiaonang seems to be safe.

Keywords hypofunction of ovarian reserve; infertility; pregnancy outcome; Kuntai Jiaonang, dehydroepiandros—

terone
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Screening and Analysis of Differential IncRNA in Patients with Type 2 Diabetes with Kidney-yin Deficiency
Syndrome

ZHANG Ji' HAN Yuping' LUO Mei’

(1. School of Basic Medicine Chengdu University of Traditional Chinese Medicine Chengdu 611137; 2. Affiliated Hospital of
Chengdu University of Traditional Chinese Medicine)

ABSTRACT Objective To find the long non coding RNA ( IncRNA) related to 2 diabetes with kidney-yin defi—
ciency syndrome and to explore the regulatory mechanism. Methods Gene expression profiles detection was made
by IncRNA/mRNA chip to test the peripheral blood of 6 patients with type 2 diabetes with kidney-yin deficiency syn—
drome and 4 healthy adults. The differential IncRNA was obtained by comparing data of two groups. Prediction of tar—
get genes was made in differential IncRNA. Pooled analysis was conducted on the target genes and differential IncRNA
to find IncRNA which might be related to onset of type 2 diabetes with kidney-yin deficiency syndrome.  Results
Two hundred and seventyfive differential IncRNAs were screened out. Among them there were 217 up-regulating
IncRNAs and 58 down—regulating IncRNAs. By cis-acting prediction there were 161 related differential IncRNAs. By
trans-acting prediction there were 107 related differential IncRNAs. It was found by comparing with differential RNA
data that target genes expression levels changed in 7 IncRNAs. Conclusion IncRNA AF116618 and HMlinc
RNAS880 seem to have close relation to onset and development of type 2 diabetes with kidney-yin deficiency syndrome
and they might be new diagnostic markers and drug targets of type 2 diabetes with kidney-yin deficiency syndrome.
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